Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.005 Å; R factor = 0.043; wR factor = 0.118; data-to-parameter ratio = 19.2.
In the title compound, C 16 H 13 BrFN 3 O 2 S, the dihedral angle between the aromatic rings is 2. 55 (19) and the C N-N C torsion angle is 178.9 (3) . The conformation of the thiazine ring is an envelope, with the S atom displaced by À0.811 (3) Å from the mean plane of the other five atoms (r.m.s. deviation = 0.042 Å ). In the crystal, C-HÁ Á ÁO interactions link the molecules and weak aromaticstacking between the fluorobenzene and bromobenzene rings [centroid-centroid separation = 3.720 (2) Å and interplanar angle = 2.6 (2) ] is also observed.
Related literature
For the synthesis and for the biological activity of related materials, see: Shafiq, Zia-Ur-Rehman et al. (2011) . For a related structure, see: Shafiq, Khan et al. (2011) Experimental Crystal data Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) ; software used to prepare material for publication: SHELXL97.
Figure 1
The molecular structure of the title compound, showing displacement ellipsoids at the 50% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
6-Bromo-4-[2-(4-fluorobenzylidene)hydrazin-1-ylidene]-1-methyl-3,4-dihydro-1H-2λ

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.9739 (4) 0.8291 (4) 0.2392 (2) 0.0408 (7) 1.505 (4) C16-H16B 0.9600 C8-S1 1.746 (3) C16-H16C 0.9600 C8-H8A 0.9700 S1-O1 1.423 (3) C8-H8B 0.9700 S1-O2 1.426 (3) C9-N3 1.268 (3) S1-N1 1.649 (3) C9-C10 1.463 (4) N2-N3 1.405 (3) C9-H9 0.9300
